Nowadays the issue of street children is one of the most important issue facing society, among big, industrial and under developed cities. There are approximately one hundred million children spending their life in the streets. With the last description of the International Organization for street children, many of documental statistics and numbers are less than the actual figures .many countries are suffering from an individual relation the issue of street children despite possessing common properties, and by controlling this phenomenon each country will get in specific picture.
During the last years the possibilities of researching the cytokines coding genes were observed. It was revealed that the relation exists between their polymorphism and susceptibility to autoimmune diseases, inflammatory processes.
The study was made on 41 patients, diagnosed as having Hepatitis C. The patients had the standard treatment with interferon and ribavirin (48 weeks). During the following period of time lasting at least one year, the patients were observed. After this period of time, the tests on detection of RNA virus were performed. Additionally, the lymphoid blood cells were tested for the polymorphism of the cytokines coding genes (TNF alpha, INF gamma, IL-6, IL10) conditioning predisposition towards capability of generation of their different concentration. The results of our study suggest that there is no relation between polymorphism of the tested cytokines coding genes and the response for the HCV infection treated with interferon. doi:10.1016/j.ijid.2008.05.1106 Background: to compare efficacy and viral kinetics during treatment in various chronic hepatitis C patients (CHC) and to find some baseline parameters which can predict sustained viral response (SVR).
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Efficacy of Pegylated Interferon Alpha-2a and Ribavirin Treatment in Chronic Hepatitis C Patients Depends on Various Baseline Parameters and Early Viral Kinetics
Methods: 216 CHC pts -140 men; 142 naive, 37 relapsers, and 37 non-responders. 172 genotype 1 (G-1), 4 G-2, 34 G-3, 1 G-4 or G-6, and 4 unknown genotype -were treated with PEG-IFN alpha-2a 180 g/wk and RBV 1000 or 1200 mg/day. Quantitative detection of HCV RNA was done at baseline (216 pts), 24 hours (83 pts), 14 days (85 pts), 28 days (88 pts), and 84 days (211 pts) after treatment initialization.
Results: 195 pts have completed the treatment period and 179 pts the 24-weeks follow-up period yet. The probability of SVR was significantly higher (P < 0.001) in naive patients (74/114, 64.9%) and relapsers (22/30, 73.3%) than in non-responders (9/35, 25.7%); and in G-3 patients (23/28, 82.1%) than G-1 patients (77/143, 53.8%) (P = 0.02). The mean log decline of serum HCV RNA was more considerable in pts with SVR. Undetectable serum HCV RNA at week 12 was more predictive of SVR than early viral response (EVR) -98/122 (80.3%) versus 104/141 (73.1%) of SVR. The patients with SVR has significantly lower weight (mean 72.8 kg vs. 79.1, P = 0.008), were younger (mean 13th International Congress on Infectious Diseases Abstracts, Poster Presentations e421 36.2, vs. 45.5, P < 0.001), and had lower baseline viremia (mean 1.014 × 106 IU/mL vs. 2.415 × 106 IU/mL, P < 0.001). SVR was more frequent in women than in men (43/63, 62.8% vs. 62/116, 53.4%) (P = 0.059).
Conclusion: 1) Negative serum HCV RNA at week 12 is more predictive of SVR than EVR. 2) The probability of SVR was significantly higher in patients with lower baseline viremia, body weight and younger adults. 3) Gender was not significant for the efficacy of treatment. Hepatitis C virus (HCV) major public health concerns in Pakistan. A molecular study was conducted to investigate the prevalence of Hepatitis C Genotype 3a in the infected population of Metropolitan. By using primers against the 5 non coding region of the viral RNA was reverse transcribed into cDNA and for qualitative analysis, the amplification of cDNA was done by first round PCR. Nested PCR was performed with first round PCR product. Amplification of HCV cDNA for genotyping by regular PCR was carried out. For HCV genotyping second round PCR, two different primer mixtures were prepared. Detection of genotype specific band was performed through gel electrophoresis. 232 bp specific band of HCV 3a genotype was determined by comparing with 100 bp DNA size of marker. Our result showed, out of 28 HCV PCR positive samples, fifteen samples have HCV genotype 3a. The prevalence of genotype 3a HCV RNA was found to be 55% in local population of Lahore. doi:10.1016/j.ijid.2008.05.1108
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Diagnosis Dilemma of Chronic Hepatitis
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One of the most frequent reasons of hepatitis is HCV virus infection. There are two methods of infection detection: immunological and genetic ones.
The study was made on 361 patients with the features of liver pathology admitted to the Clinic during the years of 2000-2004. Besides standard methods aimed to determine disease aetiology and the level of liver damage, the blood serum tests were made simultaneously. There were as follows: detection of anti-HCV antibodies by the quality method Architekt System; Innogenetics test as the confirmation test, and detection of RNA-virus by PCR method, Cobas Amplicor 2.0 test. The tested population underwent outpatient observation for at least six months.
The anti-HCV antibodies were detected among 256 patients, RNA-virus was detected among 212 patients. The results of both of these tests were negative for 102 patients and positive for 209 patients. The RNA-virus was not detected among 47 patients with presence of the anti-HCV antibodies. The RNA-virus was detected for three patients without presence of the anti-HCV antibodies. The following observation and performing the tests such as liver biopsy led to diagnose hepatitis virus infection among all the patients with detected at least single infection marker. Four patients were diagnosed as the acute infection cases and 255 as chronic infection cases. The following next months' observation did not led to detect any changes for the infection status of patients without infection markers.
The detection of the anti-HCV antibodies in the blood serum with the third-generation tests should be treated as the standard procedure in the liver infection diagnosis.
The detection of HCV RNA can be reasonable in the following cases: suspected acute HCV infection, unclear clinical picture; particularly when the possibility of infection related claims occur, drug addicts and patients suspected for taking drugs, review of antiviral therapy effectiveness. 
